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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/10/085 r 167 

Input Set : A:\99-29Cl.txt 

Output Set: N:\CRF3\03192002\J085167.raw 

<110> APPLICANT: Holloway, James L. 
Lok, Si 

<120> TITLE OF INVENTION: SECRETED PROTEIN ZACRP4 
<130> FILE REFERENCE: 99-29 

<140> CURRENT APPLICATION NUMBER: US/10/085 f 167 
<141> CURRENT FILING DATE: 2002-02-27 

<150> PRIOR APPLICATION NUMBER: 60/141,928 
<151> PRIOR FILING DATE: 1999-07-01 
<160> NUMBER OF SEQ ID NOS : 9 

<170> SOFTWARE: FastSEQ for Windows Version 3.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 1357 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: ( 210 )...( 1196 ) 
<400> SEQUENCE: 1 
cgcccggccc ctggccccag caccctgtcc gctgccgcct cagagccggg aaaagcagcc 
ggagcccccg ccgcccctgc cgcagcgcgg gcggtcagcg cgcagcccgg cacccgcagc 
ctgcagcctg cagcccgcag cccgcagccc ggagccagat cgcgggctca gaccgaaccc 
gactcgaccg ccgcccccag ccaggcgcc atg ctg ccg ctt ctg ctg ggc ctg 

Met Leu Pro Leu Leu Leu Gly Leu 
1 .5 
ctg ggc cca gcg gcc tgc tgg gcc ctg ggc ccg acc ccc ggc ccg gga 
Leu Gly Pro Ala Ala Cys Trp Ala Leu Gly Pro Thr Pro Gly Pro Gly 

10 15 20 

tec tct gag ctg cgc teg gcc ttc teg gcg gca cgc acc acc ccc ctg 
Ser Ser Glu Leu Arg Ser Ala Phe Ser Ala Ala Arg Thr Thr Pro Leu 
25 30 35 40 

gag ggc acg teg gag atg gcg gtg acc ttc gac aag gtg tac gtg aac 
Glu Gly Thr Ser Glu Met Ala Val Thr Phe Asp Lys Val Tyr Val Asn 

45 50 55 

ate ggg ggc gac ttc gat gtg gcc acc ggc cag ttt cgc tgc cgc gtg 
He Gly Gly Asp Phe Asp Val Ala Thr Gly Gin Phe Arg Cys Arg Val 

60 65 70 

ccc ggc gcc tac ttc ttc tec ttc acg get ggc aag gcc ccg cac aag 
Pro Gly Ala Tyr Phe Phe Ser Phe Thr Ala Gly Lys Ala Pro His Lys 

75 80 85 

age ctg teg gtg atg ctg gtg cga aac cgc gac gag gtg cag gcg ctg 
Ser Leu Ser Val Met Leu Val Arg Asn Arg Asp Glu Val Gin Ala Leu 

90 95 100 

gcc ttc gac gag cag egg egg cca ggc gcg egg cgc gca gcc age cag 
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180 
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100 Arg 

101 265 

103 ggc 

104 Gly 
105 

107 tac 

108 Tyr 
109 

111 ccc 

112 Pro 
113 

115 ctg 

116 Leu 

118 ggccgggccc gaggctcgaa agtcccgcgc gagcgccacg gcctccgggc gcgcctggac 1306 

119 tetgecaata aagcggaaag cgggcacgcg cagcgcccgg cagcccaggc a 1357 

121 <210> SEQ ID NO: 2 

122 <211> LENGTH: 329 

123 <212> TYPE: PRT 

124 <213> ORGANISM: Homo sapiens 
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170 <210> SEQ ID NO: 3 

171 <211> LENGTH: 31 

172 <212> TYPE: PRT 

173 <213> ORGANISM: Artificial Sequence 

175 <220> FEATURE: 

176 <223> OTHER INFORMATION: Clq Aromatic Motif 
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178 <221> NAME/KEY: VARIANT 

"so :llT> o?^ I «FO^T I oi:' E .=h xaa is inaepesaentiy an, -1~ acia resiaue 

182 <221> NAME/KEY: VARIANT 

183 <222> LOCATION: 1 (7) ... (7) .. an - H 

184 <223> OTHER INFORMATION: Xaa is asparagine or aspartic acid 

186 <221> NAME/KEY: VARIANT 

I'.'. IIIH ™— IOS U kch xaa is inaepenaentiy an, a-ino acia resiaue 

190 <221> NAME/KEY: VARIANT 

191 <222> LOCATION: (12)... (12) . tvrosine tryptophan or 

192 <223> OTHER INFORMATION: Xaa is phenylalanine, tyrosine, rryp^op 

193 leucine 

196 <221> NAME/KEY: VARIANT 

III <S> ™~IO»!1ach xa, is inaepenaentiy any a-ino acia resiau. 

200 <221> NAME/KEY: VARIANT 

III lllll "™io,,! 2 Ea= h xa. is inaepenaentiy any a-ino acia resiaue 

204 <221> NAME/KEY: VARIANT 

205 <222> LOCATION: (26)... (26) rfl 

206 <223> OTHER INFORMATION: Xaa is any amino acid residue 

208 <221> NAME/KEY: VARIANT 

209 <222> LOCATION: (28)... (28) 

210 <223> OTHER INFORMATION: Xaa is any amino acid residue 

212 <221> NAME/KEY: VARIANT 

213 <222> LOCATION: (30)... (30) ro 

214 <223> OTHER INFORMATION: Xaa is any amino acid residue 

216 <221> NAME/KEY: VARIANT 

217 <222> LOCATION: (31)... (31) 

218 <223> OTHER INFORMATION: Xaa is phenylalanine or tyrosine 

220 <400> SEQUENCE: 3 
W~> 221 Phe Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

W~> 223 Xaa Xaa Phe Xaa Xaa Xaa Xaa Xaa Gly Xaa Tyr Xaa Phe Xaa Xaa 

224 20 25 

226 <210> SEQ ID NO: 4 

227 <211> LENGTH: 987 

228 <212> TYPE: DNA 

229 <213> ORGANISM: Artificial Sequence 

232 <223> 0?HER R INFORMATION: Degenerate nucleotide sequence encoding the 

233 polypeptide of SEQ ID NO: 2 

235 <221> NAME/KEY: variation 

236 <222> LOCATION: (1)...(987) 

237 <223> OTHER INFORMATION: Each N is A, T, G or C 

w > 240 Itgy^ccny^ytngg nytnytnggn ccngcngcnt gytgggcnyt nggnccnacn 60 
241 ccngg^cSg £Lnwsnga rytxungnwsn gcnttywsng cngcrungnac nacnccnytn 120 
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garggnacnw sngaratggc ngtnacntty gayaargtnt ^aayat hgg»mg 24Q 

SygSgtng cnacnggnca rttymgntgy SSygar 300 

acngcnggna argcnccnca yaarwsnytn SEw ngcnwsncar 360 

gtncargcny tngcnttyga ygarcarmgn mgnccnggng ? gcnccn 420 

Lngcnatgy tncarytnga YtjOTW acngtntggy ygSgaygcn 480 

caytaygcny tnggngcncc W^™"* ac^cncSg arccnmgnws ngcnttywsn 540 

gaygcngayg cnccngcnmg >«£™™" ESSS cnggnccnmg ncaycarccn 600 

gcngcxungna ciungnwsnyt SESSt tygaygcngc ngcnggngtn 660 

ytngcnttyg ayacngartt y£»aayath ggnggng Y ^ ry tnccnmgn 720 

ttymgntgym gnytnccngg ngcntaytty ttywsnttya * ™ gathtaygay 780 

aaracnytnw sngtnaaryt -tgaaraay ||JW SatgySgc nytnn,^ 840 

gayggngcnw snmgnmgnmg ngaratgcar wsnca f"^ ^o^cnta ywsnaaycay 900 

ggngaygcng tntggytnyt -sncaygay caygayggnt J gcngc Lcn 960 

ggnaartaya thacnttyws nggnttyytn gtntayccng *yy y 98? 



W--> 242 
W--> 243 
W--> 244 
W--> 245 
W--> 246 
W--> 247 
W--> 248 
W--> 249 
W--> 250 
W--> 251 
W--> 252 
W--> 253 
W--> 254 

W--> 255 * - . . 

W--> 256 ccnggnytng gngcnwsnga rytnytn 

258 <210> SEQ ID NO : 5 

259 <211> LENGTH: 24 

260 <212> TYPE: DNA 

261 <213> ORGANISM: Artificial Sequence 

263 <220> FEATURE: ft ^ q 

264 <223> OTHER INFORMATION: Oligonucleotide ZC20,839 

266 <400> SEQUENCE: 5 24 
2 67 atgtacttgc cgtggttgct gtag 

269 <210> SEQ ID NO: 6 

270 <211> LENGTH: 23 

271 <212> TYPE: DNA 

272 <213> ORGANISM : Artificial Sequence 

274 <220> FEATURE: 7ron o 4n 

275 <223> OTHER INFORMATION: Oligonucleotide ZC20840 

277 <400> SEQUENCE: 6 2 3 

278 cgacaccgag ttcgtcaaca ttg 

280 <210> SEQ ID NO: 7 

281 <211> LENGTH: 325 

282 <212> TYPE: DNA 

283 <213> ORGANISM: Artificial Sequence 

285 <220> FEATURE: . - opnupnce encoding the 

286 <223> OTHER INFORMATION : Degenerate nucleotide sequence 

287 polypeptide of SEQ ID NO: 2. 

289 <221> NAME/KEY: variation 

290 <222> LOCATION: (1)...(325) a t C or G . 

291 <223> OTHER INFORMATION: Each N is independently A, T, C or G 

294 <400> SEQUENCE: 7 „.„«.,,„ ^ttcaacac cgagttcgtc aacattggcg 60 

295 ctggccccgg gccgcggcac caaccactcg ^ttcgacac eg g g tacttcttct 120 
W-> 296 gegacttega cgcggcggcc ^gtgttcc ^tgeegtet gnc gg g ^ gcg 180 
W --> 297 ncttcacgct gggcaagctg ccgegtaaga ^getgtegg a * 240 

298 aegaggtgea ggecatgatt tacgacgacg jcgcgtcgcg gcgccgcg g ^ 300 
W --> 299 agagegtgat gctggccctg eggegeggng acgccgtctg gc^g y 325 
300 cggctacggc gcctacagca accac 
302 <210> SEQ ID NO: 8 
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